Additional file 11: Mitogenomic organization of Panorpa dispergens, P. curva, and P. fulvastra.
	Gene
	Position
	Size
	IGN (bp)
	Codon
	Direction

	
	From
	To
	
	
	Start
	Stop
	

	trnI
	1/1/1
	69/69/69
	69/69/69
	
	
	
	J/J

	trnQ
	67/67/67
	135/135/135
	69/69/69
	−3/−3/−3
	
	
	N/N

	trnM
	145/143/144
	214/212/213
	70/70/70
	9/7/8
	
	
	J/J

	nad2
	215/213/214
	1240/1238/1239
	1026/1026/1026
	0/0/0
	ATG/ATG/ATG
	TAA/TAA/TAA
	J/J

	trnW
	1248/1240/1245
	1313/1305/1310
	66/66/66
	7/1/5
	
	
	J/J

	trnC
	1306/1298/1303
	1367/1360/1365
	62/63/63
	−8/−8/−8
	
	
	N/N

	trnY
	1374/1367/1372
	1439/1432/1436
	66/66/65
	6/6/6
	
	
	N/N

	cox1
	1442/1435/1439
	2975/2968/2972
	1534/1534/1534
	2/2/2
	TTG/TTG/TTG
	T/T/T
	J/J

	trnL2
	2976/2969/2973
	3040/3033/3037
	65/65/65
	0/0/0
	
	
	J/J

	cox2
	3046/3038/3042
	3733/3725/3729
	688/688/688
	5/4/4
	ATG/ATG/ATG
	T/T/T
	J/J

	trnK
	3734/3726/3730
	3804/3796/3800
	71/71/71
	0/0/0
	
	
	J/J

	trnD
	3804/3796/3800
	3870/3862/3866
	67/67/67
	−1/−1/−1
	
	
	J/J

	atp8
	3871/3863/3867
	4032/4024/4028
	162/162/162
	0/0/0
	ATT/ATT/ATC
	TAA/TAA/TAA
	J/J

	atp6
	4026/4018/4022
	4703/4695/4699
	678/678/678
	−7/−7/−7
	ATG/ATG/ATG
	TAA/TAA/TAA
	J/J

	cox3
	4703/4695/4699
	5489/5481/5485
	787/787/787
	−1/−1/−1
	ATG/ATG/ATG
	T/T/T
	J/J

	trnG
	5490/5482/5486
	5555/5547/5551
	66/66/66
	0/0/0
	
	
	J/J

	nad3
	5559/5551/5552
	5909/5901/5905
	351/351/354
	3/3/0
	ATT/ATT/ATT
	TAA/TAA/TAA
	J/J

	trnA
	5912/5903/5907
	5972/5968/5972
	61/66/66
	2/1/1
	
	
	J/J

	trnR
	5978/5988/5991
	6042/6052/6055
	65/65/65
	5/19/18
	
	
	J/J

	trnN
	6043/6053/6056
	6111/6120/6122
	69/68/67
	0/0/0
	
	
	J/J

	trnS1
	6112/6121/6123
	6178/6187/6189
	67/67/67
	0/0/0
	
	
	J/J

	trnE
	6179/6188/6190
	6245/6254/6256
	67/67/67
	0/0/0
	
	
	J/J

	trnF
	6244/6253/6255
	6310/6321/6321
	67/69/67
	−2/−2/−2
	
	
	N/N

	nad5
	6311/6322/6322
	8042/8053/8050
	1732/1732/1729
	0/0/0
	ATT/GTG/ATA
	T/T/T
	N/N

	trnH
	8043/8054/8054
	8107/8118/8118
	65/65/65
	​0/0/3
	
	
	N/N

	nad4
	8108/8119/8119
	9446/9457/9457
	1339/1339/1339
	0/0/0
	ATG/ATG/ATG
	T/T/T
	N/N

	nad4L
	9440/9451/9451
	9730/9741/9741
	291/291/291
	−7/−7/−7
	ATG/ATG/ATG
	TAA/TAA/TAA
	N/N

	trnT
	9733/9744/9744
	9797/9809/9809
	65/66/66
	2/2/2
	
	
	J/J

	trnP
	9798/9810/9810
	9863/9875/9875
	66/66/66
	0/0/0
	
	
	N/N

	nad6
	9866/9878/9878
	10393/10405/10405
	528/528/528
	2/2/2
	ATT/ATC/ATT
	TAA/TAA/TAA
	J/J

	cytb
	10393/10405/10405
	11529/11541/11541
	1137/1137/1137
	−1/−1/−1
	ATG/ATG/ATG
	TAG/TAG/TAG
	J/J

	trnS2
	11528/11540/11540
	11595/11607/11606
	68/68/67
	−2/−2/−2
	
	
	J/J

	nad1
	11612/11624/11623
	12559/12571/12567
	948/948/945
	16/16/16
	TTG/TTG/ATA
	TAA/TAA/TAA
	N/N

	trnL1
	12561/12573/12572
	12626/12638/12637
	66/66/66
	1/1/4
	
	
	N/N

	rrnL
	12627/12639/12638
	13947/13960/13956
	1321/1322/1319
	0/0/0
	
	
	N/N

	trnV
	13948/13961/13957
	14018/14031/14027
	71/71/71
	0/0/0
	
	
	N/N

	rrnS
	14019/14032/14028
	14812/14820/14816
	794/789/789
	0/0/0
	
	
	N/N

	CR
	14823/14821/14817
	16683/16236/17843
	1861/1416/3027
	
	
	
	


Notes. Data are given as Panorpa dispergens/P. curva/P. fulvastra. IGN, intergenic nucleotides; negative numbers indicate that adjacent genes overlap.
